















































also   improved   by   the   applied   classifier   selection   strategy   and   the   feature   filtering   method. 
Considering the F­measure that summarizes both precision and recall, the experimental results show 
that data fusion realized by means of ensemble systems is a valuable research line in gene function 
prediction   and   that   Decision   Templates   may   represent   a   good   choice   for   biomolecular   data 
integration (see Figure).
